The title compound, C 9 H 5 I 3 O 2 , has a layered structure exhibiting O-HÁ Á ÁO hydrogen bonds, as well as C-IÁ Á ÁC and C-IÁ Á ÁO halogen bonding. The C atoms of the ethenyl group are disordered over two sets of sites with refined occupancies of 0.545 (18) and 0.455 (18).
Structure description
Upon analyzing the crystals obtained from recrystallizing 3-iodoethynylbenzoic acid from acetonitrile, a trace quantity of 3-(1,2,2-triiodoethenyl)benzoic acid ( Fig. 1 ) was observed. The crystal structure of 3-(1,2,2-triiodoethenyl)benzoic acid has a disordered ethenyl group, with the disorder akin to that reported for 1,2,2-triiodovinylbenzene (Berger et al., 2016) . While the iodine atoms' coordinates are well ordered, the carbon atoms occupy two sets of sites.
In the crystal, the carboxylic acid group interacts with the carboxylic acid group from an adjacent molecule via O-HÁ Á ÁO hydrogen bonds (see Table 1 ), forming inversion dimers. One of the iodine atoms participates in a C-IÁ Á ÁO halogen bond [d IÁ Á ÁO = 3.174 (6) Å , C-IÁ Á ÁO = 159. 3 (6) for C9-I2Á Á ÁO2, 161.3 (4) for C9 0 -I2Á Á ÁO2] and a second iodine atom participates in a halogen bond (Table 2) to the carbon atom on the benzene ring [d IÁ Á ÁC = 3.511 (7) Å , C-IÁ Á ÁC = 165.0 (5) for C9 0 -I1Á Á ÁC4 and 164.5 (6) for C8-I1Á Á ÁC4]. As a result of the disorder of the carbon atoms and the dependence of the halogen-bond angle on the position of the carbon atoms, two sets of bond angles can be obtained from the crystal structure. Sheets of inversion dimers are stacked to give the crystal of 3-(1,2,2-triiodoethenyl)benzoic acid. Overall, as shown in Fig. 2 , the structure is convoluted as a result of co-present hydrogen and halogen bonds, in addition to disorder.
data reports Synthesis and crystallization
Crystals of 3-(1,2,2-triiodoethenyl)benzoic acid were obtained as a trace impurity during the recrystallization of 3-iodoethynylbenzoic acid from acetonitrile. The synthesis of 3-iodoethynylbenzoic acid has been reported elsewhere (Szell et al., 2018) .
Refinement
Crystal data, data collection, and structure refinement details are summarized in Table 3 . The triiodoethenyl fragment is disordered over two positions with a 0.545 (18): 0.455 (18) Figure 2 The crystal packing of 3-(1,2,2-triiodoethenyl)benzoic acid, showing O-HÁ Á ÁO hydrogen bonds and the C-IÁ Á ÁO and C-IÁ Á ÁC halogen bonds as dashed lines. The disorder positions in the ethenyl group are also indicated.
Figure 1
The molecular structure of 3-(1,2,2-triiodoethenyl)benzoic acid, with displacement ellipsoids drawn at the 50% probability level. Table 1 Hydrogen-bond geometry (Å , ). (7) 159 (9) Symmetry code: (i) Àx þ 2; Ày þ 1; Àz þ 2. Table 2 Halogen-bond geometry (Å , ).
ii 3.511 (7) 164.5 (6) C9 0 -I1Á Á ÁC4
ii 3.511 (7) 165.0 (5) 1.14, À1.11
Computer programs: APEX2 and SAINT (Bruker, 2009) , SHELXT (Sheldrick, 2015a) , SHELXL2014 (Sheldrick, 2015b) and WinGX (Farrugia, 2012) , Mercury (Macrae et al., 2008) , PLATON (Spek, 2009) and CIFTAB (Sheldrick, 1997) .
occupancy ratio. It was refined using restraints applied to the atomic displacement parameters, bond distances and angles [RIGU, SAME in SHELXL (Sheldrick, 2015b)] . No additional restraints or constraints were applied.
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data-1
IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. The hydrogen atom bonded to the oxygen atom was located in the difference Fourier map and refined freely while the remaining hydrogen atoms were placed in idealized positions. 
